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3 <110> APPLICANT: PURATOS N.V. 

5 <120> TITLE OF INVENTION: USE OF FAMILY 8 ENZYMES WITH XYLANOLYTIC ACTIVITY IN BAKING 

7 <130> FILE REFERENCE: VANM2 62 . 001APC 
C--> 9 <140> CURRENT APPLICATION NUMBER: US/10/527,387 
C--> 9 <141> CURRENT FILING DATE: 2005-03-10 

9 <160> NUMBER OF SEQ ID NOS : 8 
11 <170> SOFTWARE: Patent In version 3.2 

13 <210> SEQ ID NO: 1 

14 <211> LENGTH: 2 8 

15 <212> TYPE: DNA 

16 <213> ORGANISM: Artificial 

18 <220> FEATURE: 

19 <223> OTHER INFORMATION: sense primer 

21 <400> SEQUENCE: 1 

22 gggcatatga agaaaacgac agaaggtg 28 

25 <210> SEQ ID NO: 2 

26 <211> LENGTH: 26 

27 <212> TYPE: DNA 

28 <213> ORGANISM: Artificial 

30 <220> FEATURE: 

31 <223> OTHER INFORMATION: antisense primer 

33 <400> SEQUENCE: 2 

34 ggctcgagct agtgttcctc ttcttg 26 

37 <210> SEQ ID NO: 3 

38 <211> LENGTH: 20 

39 <212> TYPE: DNA 

40 <213> ORGANISM: Artificial 

42 <220> FEATURE: 

43 <223> OTHER INFORMATION: sequencing primer 

45 <400> SEQUENCE: 3 

46 gtgcggactg aaggaatgtc 20 

49 <210> SEQ ID NO: 4 

50 <211> LENGTH: 20 

51 <212> TYPE: DNA 

52 <213> ORGANISM: Artificial 

54 <220> FEATURE: 

55 <223> OTHER INFORMATION: sequencing primer 

57 <400> SEQUENCE: 4 

58 gtatggtcca tcaacagagg 20 

61 <210> SEQ ID NO: 5 

62 <211> LENGTH: 21 

63 <212> TYPE: DNA 

64 <213> ORGANISM: Artificial 
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sequencing primer 



66 <220> FEATURE: 

67 <223> OTHER INFORMATION: 

69 <400> SEQUENCE: 5 

70 gatggcacta aaaactcctg g 

73 <210> SEQ ID NO: 6 

74 <211> LENGTH: 12 81 

75 <212> TYPE: DNA 

76 <213> ORGANISM: Pseudoalteromonas haloplanktis 
79 <220> FEATURE: 

<221> NAME/KEY: misc feature 



21 



82 
84 



89 
91 
93 
95 
97 



cggtgtttat 
aacagaaggg 
tgataaccta 
taaaaaacaa 
agtggatgag 



80 

81 <223> OTHER INFORMATION: xylanase gene of Pseudoalteromonas haloplanktis 
accession 

number AJ427921) 
<400> SEQUENCE: 6 

85 atgaaagtat tttttaaaat aacaacttta ttgttaatac taataagcta tcaatcactt 
87 gctgcattta ataataaccc atcgagtgta ggcgcctaca gttcagggac ataccgtaac 
ctcgcacaag aaatgggtaa aacaaatata cagcaaaagg tgaatagtac ttttgacaat 
atgtttggct ataacaacac acaacaactt tactacccgt acaccgaaaa 
aaagcacact acataaaagc -aat&asccca gacgaaggcg acgatataag 
caatcgtggg gaatgaccgc cgctgtcatg cttaataaac aagaagaatt 
tggcgctttg caaaagcgta tcaaaaaaat ccagacaatc accctgatgc 
99 ggcgtttacg cgtggaaact aaagcttaat caaaacggct ttgtttataa 
101 ggccccgctc ccgatggcga agagtacttt gcgtttgcac tacttaatgc ctctgctcgt 
103 tgggggaatt cgggtgagtt taactactac aacgatgcca ttaccatgtt aaacacaatt 
105 aaaaataagc tgatggaaaa ccaaataatc cgcttttcac cttacattga taacctaaca 
107 gacccttctt accatatacc tgcgttttac gactactttg caaataacgt aactaaccaa 
109 gcagacaaaa attactggcg acaagtagcc acaaaaagta gaaccttact taaaaaccat 
ill tttacaaaag taagtggtag cccgcattgg aacttaccta catttttatc gcgcttagat 
113 ggcagccctg ttattggcta catttttaac ggccaagcaa acccaggtca atggtatgaa 
115 tttgatgcat ggcgcgtaat tatgaatgtg ggtttagacg cgcatttaat gggtgctcaa 
117 gcgtggcata aaagtgcagt taataaagca ctgggctttt taagttatgc aaaaacaaac 
119 aacagtaaaa actgttacga gcaagtgtat tcgtacggtg gagcgcaaaa cagaggctgt 
121 gcaggcgaag gtcaaaaagc cgcgaatgca gtagcgttac ttgcttcaac aaatgctggg 
123 caagcaaatg agttttttaa cgaattttgg tctttatcgc aaccaacggg tgactaccgt 
tactataatg gttcgttata tatgttagct atgctgcatg tatcgggcaa ttttaagttt 
tataacaaca cgtttaatta a 
<210> SEQ ID NO: 7 
<211> LENGTH: 42 6 
TYPE: PRT 

ORGANISM: Pseudoalteromonas haloplanktis 
FEATURE: 

NAME/KEY: misc feature 



(EMBL 



125 
127 
130 
131 
132 
133 
136 
137 
138 
number 

139 
141 



60 
120 
180 
240 
300 ; 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1281 



<212> 
<213> 
<220> 
<221> 



<223> OTHER INFORMATION: xylanase of Pseudoalteromonas haloplanktis (EMBL accession 



AJ427921) 
<400> SEQUENCE: 7 

143 Met Lys Val Phe Phe Lys lie Thr Thr Leu Leu Leu lie Leu lie Ser 

144 15 10 15 

147 Tyr Gin Ser Leu Ala Ala Phe Asn Asn Asn Pro Ser Ser Val Gly Ala 

148 20 25 30 

151 Tyr Ser Ser Gly Thr Tyr Arg Asn Leu Ala Gin Glu Met Gly Lys Thr 
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152 35 40 45 



155 


Asn 


He 


Gin 


Gin 


Lys 


Val 


Asn 


Ser 


Thr 


Phe 


Asp 


Asn 


Met 


Phe 


Gly 


Tyr 


156 




50 










55 










60 










159 


Asn 


Asn 


Thr 


Gin 


Gin 


Leu 


Tyr 


Tyr 


Pro 


Tyr 


Thr 


Glu 


Asn 


Gly 


Val 


Tyr 


160 


65 










70 










75 










80 


163 


Lys 


Ala 


His 


Tyr 


He 


Lys 


Ala 


He 


Asn 


Pro 


Asp 


Glu 


Gly 


Asp 


Asp 


He 


164. 










85 










90 














167 


Arg -Thr 


Glu 


Gly 


Gin 


Ser 


Trp 


Gly 


Met 


Thr 


Ala 


Ala 


Val 


Met 


Leu 


Asn 


168 








100 










105 










110 






171 


Lys 


Gin 


Glu 


Glu 


Phe 


Asp 


Asn 


Leu 


Trp 


Arg 


Phe 


Ala 


Lys 


Ala 


Tyr 


Gin 


172 






115 










120 










125 








175 


Lys 


Asn 


Pro 


Asp 


Asn 


His 


Pro 


Asp 


Ala 


Lys 


Lys 


Gin 


Gly 


Val 


Tyr 


Ala 


176 




130 










135 










140 










179 


Trp 


Lys 


Leu 


Lys 


Leu 


Asn 


Gin 


Asn 


Gly 


Phe 


Val 


Tyr 


Lys 


Val 


Asp 


Glu 


180 


145 










150 










155 










160 


183 


Gly 


Pro 


Ala 


Pro 


Asp 


Gly 


Glu 


Glu 


Tyr 


Phe 


Ala 


Phe 


Ala 


Leu 


Leu 


Asn 


184 










165 










170 










175 




187 


Ala 


Ser 


Ala 


Arg 


Trp 


Gly 


Asn 


Ser 


Gly 


Glu 


Phe 


Asn 


Tyr 


Tyr 


Asn 


Asp 


18,3 








180 










185 








•<•-' ■ 


190 






191 


Ala 


He 


Thr 


Met 


Leu 


Asn 


Thr 


He 


Lys 


Asn 


Lys 


Leu 


Met 


Glu 


Asn 


Gin 


192 






195 










200 










205 








195 


He 


He 


Arg 


Phe 


Ser 


Pro 


Tyr 


He 


Asp 


Asn 


Leu 


Thr 


Asp 


Pro 


Ser 


Tyr 


196 




210 










215 










220 










199 


His 


He 


Pro 


Ala 


Phe 


Tyr 


Asp 


Tyr 


Phe 


Ala 


Asn 


Asn 


Val 


Thr 


Asn 


Gin 


200 


225 










230 










235 










240 


203 


Ala 


Asp 


Lys 


Asn 


Tyr 


Trp 


Arg 


Gin 


Val 


Ala 


Thr 


Lys 


Ser 


Arg 


Thr 


Leu 


204 










245 










250 










255 




207 


Leu 


Lys 


Asn 


His 


Phe 


Thr 


Lys 


Val 


Ser 


Gly 


Ser 


Pro 


His 


Trp 


Asn 


Leu 


208 








260 










265 










270 






211 


Pro 


Thr 


Phe 


Leu 


Ser 


Arg 


Leu 


Asp 


Gly 


Ser 


Pro 


Val 


He 


Gly 


Tyr 


He 


212 






275 










280 










285 








215 


Phe 


Asn 


Gly 


Gin 


Ala 


Asn 


Pro 


Gly 


Gin 


Trp 


Tyr 


Glu 


Phe 


Asp 


Ala 


Trp 


216 




290 










295 










300 










219 


Arg 


Val 


He 


Met 


Asn 


Val 


Gly 


Leu 


Asp 


Ala 


His 


Leu 


Met 


Gly 


Ala 


Gin 


220 


305 










310 










315 










320 


223 


Ala 


Trp 


His 


Lys 


Ser 


Ala 


Val 


Asn 


Lys 


Ala 


Leu 


Gly 


Phe 


Leu 


Ser 


Tyr 


224 










325 










330 










335 




227 


Ala 


Lys 


Thr 


Asn 


Asn 


Ser 


Lys 


Asn 


Cys 


Tyr 


Glu 


Gin 


Val 


Tyr 


Ser 


Tyr 


228 








340 










345 










350 






231 


Gly 


Gly 


Ala 


Gin 


Asn 


Arg 


Gly 


Cys 


Ala 


Gly 


Glu 


Gly 


Gin 


Lys 


Ala 


Ala 


232 






355 










360 










365 








235 


Asn 


Ala 


Val 


Ala 


Leu 


Leu 


Ala 


Ser 


Thr 


Asn 


Ala 


Gly 


Gin 


Ala 


Asn 


Glu 


236 




370 










375 










380 










239 


Phe 


Phe 


Asn 


Glu 


Phe 


Trp 


Ser 


Leu 


Ser 


Gin 


Pro 


Thr 


Gly 


Asp 


Tyr 


Arg 


240 


385 










390 










395 










400 


243 


Tyr 


Tyr 


Asn 


Gly 


Ser 


Leu 


Tyr 


Met 


Leu 


Ala 


Met 


Leu 


His 


Val 


Ser 


Gly 


244 










405 










410 










415 




247 


Asn 


Phe 


Lys 


Phe 


Tyr 


Asn 


Asn 


Thr 


Phe 


Asn 















248 420 425 
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251 


<210> SEQ ID NO: 


8 
























252 


<211> LENGTH: 388 
























253 


<212> TYPE: 


PRT 


























254 


<213> ORGANISM: 


Bacillus halodurans 
















257 


<220> FEATURE: 


























258 


<221> NAME/KEY: 


misc_f eature 


















259 


<223> OTHER 


INFORMATION: 


xylanase Y 


from Bacillus halodurans sti 


260 




(GenBank/GenPeptTM accession code 


BAB05824) 








262 


<400> SEQUENCE: 


8 
























264 


Met 


Lys 


Lys 


Thr 


Thr 


Glu 


Gly 


Ala 


Phe 


Tyr 


Thr 


Arg 


Glu 


Tyr 


Arg 


Asn 


265 


1 








5 










10 










15 




268 


Leu 


Phe 


Lys 


Glu 


Phe 


Gly 


Tyr 


Ser 


Glu 


Ala 


Glu 


He 


Gin 


Glu 


Arg 


Val 


269 








20 










25 










30 






272 


Lys 


Asp 


Thr 


Trp 


Glu 


Gin 


Leu 


Phe 


Gly 


Asp 


Asn 


Pro 


Glu 


Thr 


Lys 


He 


273 






35 










40 










45 








276 


Tyr 


Tyr 


Glu 


Val 


Gly 


Asp 


Asp 


Leu 


Gly 


Tyr 


Leu 


Leu 


Asp 


Thr 


Gly 


Asn 


277 




50 










55 










60 










280 


Leu 


Asp 


Val 


Arg 


Thr 


Glu 


Gly 


Met 


Ser 


Tyr 


Gly 


Met 


Met 


Met 


Ala 


Val 


281 


65 










7 C;. 










75 










80 


284 


Gin 


Met 


Asp 


Arg 


Lys 


Asp 


He 


Phe 


Asp 


Arg 


He 


Trp 


Asn 


Trp 


Thr 


Met 


285 










85 










90 










95 




288 


Lys 


Asn 


Met 


Tyr 


Met 


Thr 


Glu 


Gly 


Val 


His 


Ala 


Gly 


Tyr 


Phe 


Ala 


Trp 


289 








100 










105 










110 






292 


Ser 


Cys 


Gin 


Pro 


Asp 


Gly 


Thr 


Lys 


Asn 


Ser 


Trp 


Gly 


Pro 


Ala 


Pro 


Asp 


293 






115 










120 










125 








296 


Gly 


Glu 


Glu 


Tyr 


Phe 


Ala 


Leu 


Ala 


Leu 


Phe 


Phe 


Ala 


Ser 


His 


Arg 


Trp 


297 




130 










135 










140 










300 


Gly 


Asp 


Gly 


Asp 


Glu 


Gin 


Pro 


Phe 


Asn 


Tyr 


Ser 


Glu 


Gin 


Ala 


Arg 


Lys 


301 


145 










150 










155 










160 


304 


Leu 


Leu 


His 


Thr 


Cys 


Val 


His 


Asn 


Gly 


Glu 


Gly 


Gly 


Pro 


Gly 


His 


Pro 


305 










165 










170 










175 




308 


Met 


Trp 


Asn 


Arg 


Asp 


Asn 


Lys 


Leu 


He 


Lys 


Phe 


He 


Pro 


Glu 


Val 


Glu 


309 








180 










185 










190 






312 


Phe 


Ser 


Asp 


Pro 


Ser 


Tyr 


His 


Leu 


Pro 


His 


Phe 


Tyr 


Glu 


Leu 


Phe 


Ser 


313 






195 










200 










205 








316 


Leu 


Trp 


Ala 


Asn 


Glu 


Glu 


Asp 


Arg 


Val 


Phe 


Trp 


Lys 


Glu 


Ala 


Ala 


Glu 


317 




210 










215 










220 










320 


Ala 


Ser 


Arg 


Glu 


Tyr 


Leu 


Lys 


He 


Ala 


Cys 


His 


Pro 


Glu 


Thr 


Gly 


Leu 


321 


225 










230 










235 










240 


324 


Ala 


Pro 


Glu 


Tyr 


Ala 


Tyr 


Tyr 


Asp 


Gly 


Thr 


Pro 


Asn 


Asp 


Glu 


Lys 


Gly 


325 










245 










250 










255 




328 


Tyr 


Gly 


His 


Phe 


Phe 


Ser 


Asp 


Ser 


Tyr 


Arg 


Val 


Ala 


Ala 


Asn 


He 


Gly 


329 








260 










265 










270 






332 


Leu 


Asp 


Ala 


Glu 


Trp 


Phe 


Gly 


Gly 


Ser 


Glu 


Trp 


Ser 


Ala 


Glu 


Glu 


He 


333 






275 










280 










285 








336 


Asn 


Lys 


He 


Gin 


Ala 


Phe 


Phe 


Ala 


Asp 


Lys 


Glu 


Pro 


Glu 


Asp 


Tyr 


Arg 


337 




290 










295 










300 










340 


Arg 


Tyr 


Lys 


He 


Asp 


Gly 


Glu 


Pro 


Phe 


Glu 


Glu 


Lys 


Ser 


Leu 


His 


Pro 


341 


305 










310 










315 










320 
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344 Val Gly Leu lie Ala Thr Asn Ala Met Gly Ser Leu Ala Ser Val Asp 

345 325 330 335 

348 Gly Pro Tyr Ala Lys Ala Asn Val Asp Leu Phe Trp Asn Thr Pro Val 

349 340 345 350 

352 Arg Thr Gly Asn Arg Arg Tyr Tyr Asp Asn Cys Leu Tyr Leu Phe Ala 

353 355 360 365 

*356. Mat Leu Ala Leu Ser Gly Asn Phe Lys lie Trp. Phe Pro. Glu Gly Gin 
357 370 375 380 ' 

360 Glu Glu Glu His 

361 385 
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Invalid <213> Response: 

Use of "Artificial" only as n <213> Organism" response is incomplete, 

per 1.823(b) of New Sequence Rules. Valid response is Artificial Sequence. 

Seq#:l,2,3,4,5 
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